. Elution volumes (Ve) from a calibrated Superdex 75 column and estimated molecular weight of Y75A HasAp (red triangle) and H83A HasAp (green diamond). The Superdex 75 column was calibrated with albumin (67 kDa), ovalbumin (44 kDa), chymotrypsin (25 kDa), and cytochrome c (12.4 kDa) shown in black filled circles. Phased anomalous difference map using data collected at λ=1.000 Å (red mesh) and low energy 1.28414 Å (green mesh) contoured at 4σ. Note that the anomalous difference density increases at the heme Fe atom and disappears at the Zn ion site in the data acquired at low energy. Figure S6 . (A) Elements of secondary structure in wt apo-HasAp, derived from the plot of C α chemical shift indexes are consistent with elements of secondary structure obtained from the crystal structure of wild type apo-HasAp. Chemical-shift index plots (C α ) for apo-Y75A-HasAp (B) and apo-H83A-HasAp (C) indicate that the mutations did not introduce significant structural perturbations in the mutant apo-proteins relative to the wt apo-hemophore. 
